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Table 5. Principal Component Analysis for Days to Maturity and Plant height 

Component Std. 
Deviation 

Eigenvalue Proportion of Variance Cumulative Variance 

(%) (%) 
PC1 
PC2 

1.3315 
0.4767 

1.7729 
0.2273 

88.64 
11.36 

88.64 
100 

PCA of Two Traits 
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Fig. 3. PCA of days to maturity and plant height 

4. CONCLUSION

The study on 250 pigeonpea genotypes from the 
Pl-GAP revealed significant genetic variation for 
days to maturity, ranging from 92 to 209 days, 
with high heritability (97.63%) and genetic 
advance. Most genotypes were early maturing, 
and a strong positive correlation (r = 0.78) was 
found between plant height and maturity. 
Principal Component Analysis showed PC1 
explaining 88.64% of variance. These findings 
suggest strong potential for breeding early and 
late maturing pigeonpea lines tailored to diverse 
cropping systems. 
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